Mutation position distribution

1.2% (9)

)

1.0% (7)

o
3
>~
Ul

Sequences % (no

-
o
>~
w

0.2% (1)

0.0% (0)
0 30 60 90 120 150 180

Reference amplicon position (bp)
—— Combined Insertions/Deletions/Substitutions
----- Predicted cleavage position
SgRNA




