
0 20 40 60 80 100 120 140
Reference amplicon position (bp)

0.0% (0.0% , 0)

0.4% (16.6% , 11)

0.8% (33.1% , 23)

1.3% (49.7% , 34)

1.7% (66.3% , 46)

2.1% (82.9% , 58)

Se
qu

en
ce

s:
 %

 T
ot

al
 ( 

%
 N

HE
J, 

no
. )

Mutation position distribution of NHEJ
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